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Glu 


Lys 


Phe 


He 


OXLi 


w xy 


Phe 


Gin 


Ser 


Thr 


Lys 


Leu 


Lys 


Asp 


Pro 


Ara 


4 1 R 


145 










150 










155 










160 


421 


Ala 


Gin 


Pro 


Glv 


ox 11 




Ser 


Pro 


Lys 


He 


Asp 


Val 


Val 


He 


Ser 


Glu 


499 
ft z ^ 










165 










170 










175 




425 


Ala 


Ser 


Ser 


Ser 


Asn 


Asn 


Thr 


Leu 


Asp 


Pro 


Gly 


Thr 


Cys 


Thr 


Val 


Phe 


426 








180 










185 










190 






429 


Glu 


Asp 


Ser 


Glu 


Leu 


Ala 


Asp 


Thr 


Val 


Glu 


Ala 


Asn 


Phe 


Thr 


Ala 


Thr 


4^0 

*I J V 






195 










200 










205 








433 


Phe 


Ala 


Pro 


Ser 


He 


Arcf 


Gin 


Arg 


Leu 


Glu 


Asn 


Asp 


Leu 


Ser 


Gly 


Val 


4^4 
*i J *± 




210 










215 










220 










4?7 


Thir 


Leu 


Thr 


Asp 


-L IIX 


VJX u. 


V cix 


Thr 


T VT 
±y X 


Leu 


Met 


Asp 


Met 


Cys 


Ser 


Phe 


4 "^R 

*i J O 


225 










230 










235 










240 


441 

*± *x JL 


Asp 


Thx* 


lie 


Ser 


J. IIX 


OCX 


Thr 


Va 1 

V CIX 


Asp 


Thr 


Lys 


Leu 


Ser 


Pro 


Phe 


Cys 


449 










245 










250 










255 




44 S 


Asp 


Leu 


Phe 


Thr 


nx o 




V3X U. 


ixp 


He 


His 


Tvr 

J. y J. 


Asp 


Tvr 
A J J. 


Leu 


Arg 


Ser 


44fi 








260 










265 










270 






449 


Leu 


Lys 


Lys 


Tyr 


Tyr 


Gly 


His 


Gly 


Ala 


Gly 


Asn 


Pro 


Leu 


Gly 


Pro 


Thr 


450 






275 










280 










285 








453 


Gin 


Gly 


Val 


Gly 


Tyr 


Ala 


Asn 


Glu 


Leu 


He 


Ala 


Arg 


Leu 


Thr 


His 


Ser 


454 




290 










295 










300 










457 


Pro 


Val 


His 


Asp 


Asp 


Thr 


Ser 


Ser 


Asn 


His 


Thr 


Leu 


Asp 


Ser 


Asn 


Pro 


458 


305 










310 










315 










320 


461 


Ala 


Thr 


Phe 


Pro 


Leu 


Asn 


Ser 


Thr 


Leu 


Tyr 


Ala 


Asp 


Phe 


Ser 


His 


Asp 


462 










325 










330 










335 




465 


Asn 


Gly 


He 


He 


Ser 


He 


Leu 


Phe 


Ala 


Leu 


Gly 


Leu 


Tyr 


Asn 


Gly 


Thr 


466 








340 










345 










350 






469 


Lys 


Pro 


Leu 


Ser 


Thr 


Thr 


Thr 


Val 


Glu 


Asn 


He 


Thr 


Gin 


Thr 


Asp 


Gly 


470 






355 










360 










365 








473 


Phe 


Ser 


Ser 


Ala 


Trp 


Thr 


Val 


Pro 


Phe 


Ala 


Ser 


Arg 


Leu 


Tyr 


Val 


Glu 



7/19/01 



Page 6 of 7 



VERIFICATION SUMMARY DATE: 07/19/2001 

PATENT APPLICATION: US/09/4 88,265 TIME: 16:47:35 

Input Set : A:\5808 .200-US(sequence) .ST25 .txt 
Output Set: N:\CRF3\07192001\I488265.raw 



file://C:\Crf3\OutholcrvVsrI488265.htm 



7/19/01 



